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https://github.com/epi2me-labs/wf-bacterial-genomes
https://nanoporetech.com/resource-centre/literature-metagenomic-assembly-workflow
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https://nanoporetech.com/resource-centre/workflow:-mpox-virus-sequencing
https://github.com/epi2me-labs/wf-mpx
https://nanoporetech.com/resource-centre/workflow-16s-sequencing
https://github.com/epi2me-labs/wf-16S
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